uncovering gene expression

The Génome Québec and Université de Sherbrooke RNomics Centre offers services for the analysis and validation of RNA splicing
and gene expression. The Centre has developed an automated computational and experimental system for the detailed analysis
and quantification of RNA expression and splicing. This system routinely designs, performs and analyzes thousands of RT-PCR
reactions per day. The system is particularly suited for the high-throughput rapid RT-PCR based analysis of tens to hundreds
of genes in multiple tissue types or cell sources. Clients are provided with access to results in digitized form via a secure Web

interface. Several computational modules are available to optimize data analysis and presentation.

RNA isolation, quality control and reverse transcription.
Large-scale PCR primer design.

High-throughput PCR, with capillary electrophoresis analysis.
Quantitative PCR primer/probe design and validation.
Quantitative PCR (SYBR Green and dual fluorescent probe based).
Customized bioinformatics database querying.

Validation of microarrays by high-throughput PCR or quantitative PCR.

Validation of tissue-specific gene expression.

Tissue-specific annotation of alternative splicing.
Differential screening (e.g. tumour/normal tissue screening).
Novel alternative splicing event discovery.

For further information, please consult our Website.
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